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Indicate where the following enzymes would be located:  Primase, DNA Polymerase, Ligase, Helicase and SSBP’s

Define the following and state if they are involved in Replication, Transcription, or Translation

*Some terms are NOT in notes – you may need to watch animations! 
	Term
	Define
	Used (R,TC,TL)

	Helicase
	Unwinds and unzips DNA


	R

	SSBP’s
	Keeps double helix separated


	R

	Primase
	Lays down RNA primer


	R

	RNA Primer
	Short segment of RNA that DNA polyermase can attach 
	R

	DNA Polymerase
	Adds DNA nucleotides

Replaces RNA primer w/ DNA, proofreads DNA
	R

	Okazaki Fragments
	Short segments of DNA  - lagging strand
	R

	Ligase
	Glues fragments of DNA together
	R

	RNA Polymerase
	Temp. separates DNA and adds RNA nucleotides


	TC

	Transcription Factors
	Recognizes promoter sequence on DNA
	TC

	Promotor
	Area where transcription begins (TATA Box)
	TC

	Termination Sequence 
	Area that signals the end of transcription
	TC

	Codon
	Triplet code on mRNA  - codes for aa
	TL

	Anticodon
	Triplet code on tRNA – complementary base pairs with mRNA and releases aa
	TL

	A Site
	tRNA carrying aa base pairs with mRNA
	TL

	P Site
	tRNA containing the polypeptide chain
	TL

	E Site
	tRNA exits


	TL

	Translocation
	Movement of mRNA through ribosome
	TL


Amino acid





Peptide bond





A.  amino acid





B.  tRNA





C. anticodon





D.  codon





E.  mRNA





F.  ribosome





G.  polypeptide





Process:  Translation




















a.  template strands


b.  leading strand


c.  lagging strand


d.  replication fork


e.  primer


f.  Okazaki fragments


Choices:  leading strand, lagging strand, primer, template strands, Okazaki fragments, replication fork














